Schrimpf et al., Figure S9

wormpep160: Distribution of Molecular Functions
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Figure S9

The predicted C. elegans transmembrane proteome and its molecular function. We predicted the
transmembrane topology of the entire C. elegans proteome and included the molecular function

of the proteins with transmembrane helices. The percentages are referring to the entire dataset.

Proteins with a cytoplasmic C-terminus were plotted upwards, proteins with an extracytoplasmic

C-terminus were plotted downwards. The colour code for the molecular function is indicated.



