
Figure S3. (A) Enlargement of dendrogram from heat map in Figure 3. Unsupervised hierarchical clustering of %+ marker expression profiles
was performed. B‐ALL: B cell acute lymphocytic leukemia; AML: acute myeloid leukemia; NK: natural killer cell; PBMC: peripheral blood
mononuclear cells; RCC: renal cell carcinoma; OvCa: primary ovarian cancer samples; OV line: ovarian cancer cell line; HNC line: head and neck
cancer cell line; CAFs: cancer‐associated fibroblasts; NAFs: normal adjacent fibroblasts; GBM: glioblastoma multiforme; diff: differentiating
culture conditions; NSC: neuronal stem cells. (B) Principle components analysis of data from (A).
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