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	DNA regions
	Primer name
	Sequence(5’~3’)
	Reference

	rbcL
	F1
R1379
	ATGTCACCACAAACGGAGAC
GCAGCTAATTCAGGACTCC
	Li et al., 2004 [1]

	atpB
	F
R
	AGCTTCATCGATGTTACC
GTTGGTGAAACTACTCTTGG
	Li et al., 2010 [2]

	rps4
	F
R
	ATGTCCCGTTATCGAGGACC
GGAATGATACTCGACGACTAG
	Li et al., 2010 [2]

	trnL-F
	e
f
	ATTTGAACTGGTGACACGAG
GGTTCAAGTCCCTCTATCCC
	Small et al., 2005 [3]

	matK
	matKrAGK
matKfEDR
	CGTRTTGTACTYYTRTGTTTRCVAGC
ATTCATTCRATRTTTTTATTTHTGGARGAYAGATT
	Kuo et al., 2011 [4]
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