S2 Table. GO term enrichment in WGCNA modules.

Go Terms

Log,,FDR
10 10 WGCNA Modules
(Underrepresented) (Overrepresented)

] ]

& c 3 c 3 o H E

e . 5 o, 8 % g $ 2 3 _ ., & s 8 F

§ < £ s £ 2 25 8§ 2% £ : ¢ 2§ % o« E OB g2 £ £

> & s e 3 5 O o = ot 4 ] 3 & e 2 3 e &8 £ 3 5 3 o & ]

o ©v £ & o = o = € £ > T S © 8 2 > © 2 a o 2 g = - =°

(2] o o D (<2 o ~ - ~ @ - < «© n < 0 o © (2] -~ wn o0

GenesinModule(#): & & & © ¥ & 5 ¥ © & ¢ 2 & 2 2 8 3 § 8 8§ 5§ 3 3 & § 3
Tetrapyrole biosynthesis 6.7 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 0.0 0.0 0.0
Uroporphirinogen decarboxylase 27 00 00 00 00 00 00 00O 00 00 0O 00 00 0O 00 00 00O 00 00 00 00 00 00 00 00 0.
Isoprenoid biosynthesis 17 0.0 00 00 00 00 00 00 00 00 00 00 00 00 00O 00 00 00O 00 00 00 00 0.0 00 00 00
Membrane part 0.0, 62 00 0.0 00 00 00 00 00 00 00O 00 00 00O 00 00 00 00 00 00 00 00 00 00 0.0 0.0
Photosystem Il 00 32 00 00 00 00 00 00O 00 00 00O 00 00 0O 00 00 00O 00 00 00 00 00 00 00 00 0.
Nucleosome core 00 0.0 46 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00
Histone-fold 0.0 00 42 00 00 00 00 00 00 00 00 00 00 00O 00 00 00 00 00 00 00 00 00 00 0.0 0.0
Nucleosome assembly 00 00 31 00 00 00 00 00O 00 00 00O 00 00 00O 00 00 00O 00 00 00 00 00 00 00 00 0.
Histone 2A 00 00 27 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00
Establishment of protein localization 00 00 10 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 20 00 00 0.0 0.0
Mismatch repair 00 00 00 00 32 00 00 00 00 00 00O 00 00 0O 00 00 00O 00 00 00 00 00 00 00 00 0.
DNA replication 00 00 00 00 31 00 00 00 00 00 00 00 00 00 00O 00 00 00 00 00 00 00 00 00 00 00
Proteasome complex 00 00 00 00 00 20 00 00 00 00 00O 00 00 00O 00 00 00 00 00 00 00 00 00 00 0.0 0.0
Catabolic processes 00 00 00 00 00 14 00 00 00 00 00O 00 00 0O 00 00 00 00 00 00 00 00 00 00 00 0.
Protein phosphorylation 00 00 00 00 00 00 00 00 00 00 00 40 00 00 00 00 00 00 00 00 00 00 00 00 00 00
Motor activity 00 00 00 00 00 00 00 00 00 00 00O 13 0.0 00 00 00 00 00 00 00 00 00 00 00 0.0 0.0
Negative regulation of catalytic activity 00 00 00 00 00 00 00 00O 00 00 00O 00 34 00 00 00 00O 00 00 00 00 00 00 00 00 0.
Serine-type endopeptidase activity 00 00 00 00 00 00 00 00 00 00 00 00 31 00 00 00 00 00 00 00 00 00 00 00 00 00
Proteolysis 00 00 00 00 00 00 00 00 00 00 0O 00 14 00 00 00 00 00 00 00 00 00 00 00 0.0 0.0
Chromatin modification 00 00 00 00 00 00 00 00O 00 00 00O 00 00 0O 00 00 00 00 22 00 00 00 00 00 00 0.
Zn-finger 00 00 00 00 00 00 00 0O 00 00 0O 00 00 0O 00 00 0O 00 13 00 00 00 0.0 00 0.0 0.0
DNA topo-isomerase Il 00 00 00 00 00 00 00 00 00 00 00O 00 00 00 00 00 00 00 11 0.0 00 00 0.0 00 0.0 0.0
Structural constituant of ribosome 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 0.0 0.0 0.0 0.0- 0.0 0.0 0.0 0.0- 0.0
Photosynthetic membrane 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00O 00 00 00 00 36 00 00 00 00 00 00
rRNA binding 00 00 00 00 00 00 00 00 00 00 00O 00 00 00O 00 00 00 00 00 33 00 00 00 00 0.0 0.0
Ribonucleoside triphosphate biosynthesis 00 00 00 00 00 00 00 00O 00 00 00O 00 00 0O 00 00 00O 00 00 21 00 00 0.0 00 00 0.0
Nucleoside triphosphate biosynthetic processes] 0.0 0.0 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 16 00 00 0.0 00 00 00
Nucleoside-triphosphate activity 00 00 00 00 00 00 00 00 00 00 00O 00 00 00O 00 00 00 00 00 00 17 0.0 0.0 00 0.0 0.0
Damaged DNA-binding 00 00 00 00 00 00 00 00O 00 00 00O 00 00 00O 00 00 00 00 00 00 12 0.0 00 00 00 0.0
RNA binding 00 00 00 00 00 00 00 00O 00 00 0O 00 00 00O 00 00 00 00 00 0.0 0.0. 0.0 00 00 0.
Ribosome biogenesis 0.0 00 00 00 00 00 00 00 00 00 00 00 00 00 00 0.0 00 00 0.0 0.0 0.0 0.0 00 0.0 0.0
Translation factor activity 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 0.0 00 00 00 0.0f 7O 00 00 00 0.0
tRNA aminoacylation for protein translation 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 0.0 00 00 00 0.0 50 00 00 00 00
rRNA processing 00 00 00 00 00 00 00 00 00 00 00O 00 00 00 00 00 00 00 00 00 00 46 00 00 0.0 0.0
GTP binding 00 00 00 00 00 00 00 00O 00 00 00O 00 00 0O 00 00 00O 00 00 00 00 36 00 00 00 0.0
Primary metabolic processes 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 32 00 00 00 00
Nucleolus 0.0 00 00 00 00 00 00 00 00 00 00O 00 00 00O 00 00 00 00 00 00 00 14 00 00 0.0 0.0
Nitrogen pound bolic pr 00 00 00 00 00 00 00 00O 00 00 00O 00 00 0O 00 00 00O 00 00 00O 00 13 -15 00 0.0 0.0
Fatty acid desaturase type | 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 43 00 00 00
Lipid metabolic processes 00 00 00 00 00 00 00 00 00 00 00O 00 00 00O 00 00 00 00 00 00 00 00 23 00 0.0 0.0
Iron ion binding 00 00 00 00 00 00 00 00O 00 00 00O 00 00 0O 00 00 00O 00 00 00 00 00 13 00 0.0 0.0
Phosphatase activity 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 12 00 00
Organic acid biosynthetic process 00 00 00 00 00 00 00 00 00 00 00 00 00 00O 00 00 00 00 00 0.0 00 00 00 00 0.0 0.0
Translation 00 00 00 00 00 00 00 00O 00 00 00 00 00 00 00 0.0 0.0 0.0 —147- 0.0 0.0 0.0 0.0- 0.0
Nucleic acid binding 00 00 00 00 00 00 00 00 00 00 00 00 00 00 -25 00 0.0 00 14 00 1.2 0.0 00 0.0 0.0
Gene expression 00 00 00 00 00 00 00 00 00 00 00 00 0.0 0.0 -56 0.0 00 0.0 0.0- 0.0 0.0 0.0 43 0.0




