Table S17. Association between novel and known loci and log(eGFRcrea) in individuals without and with hypertension and test for difference between strata.
	SNP ID
	Locus name
	Ref. All.
	No Hypertension
	Hypertension
	Test for different effects between groups: P value

	
	
	
	Effect
	SE
	P value
	Effect
	SE
	P value
	

	

	Novel loci

	rs3925584
	MPPED2
	T
	-0.0077
	0.0011
	1.9E-12
	-0.0077
	0.0014
	2.6E-08
	1.0000

	rs6431731
	DDX1
	T
	-0.0115
	0.0029
	6.5E-05
	-0.0089
	0.0037
	0.0154
	0.5802

	rs12124078
	CASP9
	A
	0.0072
	0.0012
	1.5E-09
	0.0074
	0.0016
	1.9E-06
	0.9203

	rs2453580
	SLC47A1
	T
	0.0064
	0.0012
	7.1E-08
	0.0032
	0.0015
	0.0313
	0.0957

	rs11078903
	CDK12
	A
	-0.0079
	0.0014
	1.7E-08
	-0.0056
	0.0017
	0.0012
	0.2963

	rs2928148
	INO80
	A
	0.0049
	0.0012
	3.2E-05
	0.0056
	0.0015
	1.4E-04
	0.7156

	
	
	
	
	
	
	
	
	
	

	Known loci[1,2] possibly related to renal function

	rs10109414
	STC1
	T
	-0.0067
	0.0015
	9.2E-06
	-0.0103
	0.0020
	9.0E-07
	0.1598

	rs11959928
	DAB2
	A
	-0.0082
	0.0015
	6.7E-08
	-0.0105
	0.0021
	5.6E-07
	0.3842

	rs12460876
	SLC7A9
	T
	-0.0092
	0.0015
	2.0E-09
	-0.0080
	0.0021
	1.5E-04
	0.6498

	rs1260326
	GCKR
	T
	0.0093
	0.0015
	9.7E-10
	0.0088
	0.0021
	2.6E-05
	0.8499

	rs12917707
	UMOD
	T
	0.0128
	0.0020
	8.3E-11
	0.0231
	0.0028
	4.3E-17
	0.0023

	rs13538
	ALMS1
	A
	-0.0095
	0.0019
	1.5E-07
	-0.0084
	0.0025
	7.9E-04
	0.7273

	rs1394125
	UBE2Q2
	A
	-0.0089
	0.0017
	1.4E-07
	-0.0099
	0.0023
	1.8E-05
	0.7274

	rs17319721
	SHROOM3
	A
	-0.0138
	0.0015
	4.9E-20
	-0.0101
	0.0021
	1.5E-06
	0.1615

	rs267734
	LASS2
	T
	-0.0101
	0.0019
	6.9E-08
	-0.0067
	0.0027
	0.0114
	0.2937

	rs347685
	TFDP2
	A
	-0.0073
	0.0017
	1.2E-05
	-0.0097
	0.0022
	2.2E-05
	0.3890

	rs4744712
	PIP5K1B
	A
	-0.0081
	0.0015
	1.4E-07
	-0.0088
	0.0021
	2.4E-05
	0.7911

	rs626277
	DACH1
	A
	-0.0086
	0.0015
	3.2E-08
	-0.0066
	0.0021
	0.0019
	0.4492

	rs6420094
	SLC34A1
	A
	0.0101
	0.0018
	6.7E-09
	0.0116
	0.0023
	1.2E-06
	0.6086

	rs881858
	VEGFA
	A
	-0.0101
	0.0018
	1.7E-08
	-0.0098
	0.0024
	6.5E-05
	0.9207

	rs7805747
	PRKAG2
	A
	-0.0102
	0.0021
	8.8E-07
	-0.0168
	0.0030
	8.0E-09
	0.0673

	
	
	
	
	
	
	
	
	
	

	Known loci[1,2] suspected to be related to creatinine metabolism

	rs10774021
	SLC6A13
	T
	-0.0093
	0.0015
	3.5E-09
	-0.0029
	0.0021
	0.1826
	0.0155

	rs10794720
	WDR37
	T
	-0.0150
	0.0028
	9.1E-08
	-0.0099
	0.0039
	0.0109
	0.2854

	rs2279463
	SLC22A2
	A
	0.0151
	0.0023
	6.1E-11
	0.0101
	0.0032
	0.0015
	0.1990

	rs491567
	WDR72
	A
	-0.0086
	0.0019
	2.0E-06
	-0.0123
	0.0024
	7.0E-07
	0.2286

	rs6465825
	TMEM60
	T
	0.0068
	0.0015
	8.5E-06
	0.0080
	0.0020
	1.2E-04
	0.6394

	rs7422339
	CPS1
	A
	-0.0104
	0.0018
	2.2E-09
	-0.0086
	0.0024
	4.2E-04
	0.5501

	rs9895661
	BCAS3
	T
	0.0092
	0.0021
	7.8E-06
	0.0099
	0.0029
	5.1E-04
	0.8425

	rs2453533
	GATM
	A
	-0.0126
	0.0015
	3.4E-16
	-0.0114
	0.0021
	9.1E-08
	0.6498


Abbreviations: Ref. All.: reference allele; RAF: reference allele frequency; SE: standard error.
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