Amselemet al.

Table 9

Genomes ofclerotinia andBotrytis

GO Term enrichment for genes specific to S. sclerotiorum and B. cinerea*.

GO Term Name FDR | single tes}# in tesy# in referenc
p-Value | group group
Ss/Bc specific G0:0046914 ”""”S'S%r(‘ji’:]‘geta' on 15 90E-0d 7.10E-08| 84 774
Ss/Bc specific GO0:000827 zinc ion binding 6.30E-0§ 3.40E-07| 62 521
Ss/Bc specific G0:0043161 ion binding 1.50E-04 1.50E-06| 95 987
Ss/Bc specific G0:004316¢ cation binding 1.50E-04 1.50E-06| 95 987
Ss/Bc specific G0:0046877 metal ion binding  |1.50E-04 2.00E-06| 90 924
Ss/Bc specific GO:000370(transcription factor activit5.50E-04 7.60E-06| 26 155
Ss/Bc specific GO0:0004497 monooxygenase activity1.40E-03 1.90E-05| 24 144
Ss/Bc specific GO0:0016713 oxidoreductase activity,3.10E-03 5.70E-05| 5 4
acting on paired donors
with incorporation or
reduction of molecular
oxygen, reduced flavin @
flavoprotein as one dong
and incorporation of ong
atom of oxygen
Ss/Bc specific GO0:004690¢ tetrapyrrole binding |3.70E-03 9.50E-05| 21 130
Ss/Bc specific G0:0020031 heme binding 3.70E-03 9.50E-05| 21 130
Ss/Bc specific G0:001679¢ hydrolase activity, actin¢2.00E-04 5.40E-04| 23 172
on glycosyl bonds
Ss/Bc specific GO0:003052¢ transcription regulator |2.00E-025.50E-04 |28 230
activity
Ss/Bc specific GO0:001670 oxidoreductase activity,3.60E-04 7.40E-04 9 36
acting on paired donors
with incorporation or
reduction of molecular
oxygen
Ss/Bc specific G0:000455 hydrolase activity, |3.60E-02 1.10E-03| 21 159
hydrolyzing O-glycosyl
compounds
Ss/Bc specific GO:0009054 electron carrier activity|3.70E-04 1.50E-03| 18 130
Ss specific GO0:0046904 tetrapyrrole binding [9.60E-09 9.00E-12| 31 120
Ss specific G0:0020037 heme binding 9.60E-09 9.00E-12| 31 120
Ss specific G0:0004523 ribonuclease H activity|9.60E-09 1.20E-11| 14 16
Ss specific GO0:000905 electron carrier activity|9.60E-09 2.50E-11| 29 119
Ss specific GO:000396 RNA-directed DNA |9.80E-09 7.90E-11| 12 11
polymerase activity
Ss specific G0:0004491 monooxygenase activity1l.20E-0§ 1.30E-10| 30 138
Ss specific G0:001689 endoribonuclease activit|2.70E-0§ 4.30E-10| 14 23
producing 5'-
phosphomonoesters
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Ss specific GO0:001689 endonuclease activity,|7.40E-04 2.10E-09| 14 27
active with either ribo- o
deoxyribonucleic acids a
producing 5'-
phosphomonoesters
Ss specific G0:000452] endoribonuclease activit9.40E-0§ 3.00E-09| 14 28
Ss specific G0:000550¢ iron ion binding 4.40E-07 1.30E-08| 33 205
Ss specific G0:003406]1 DNA polymerase activity5.30E-07 1.60E-08| 13 27
Ss specific GO0:000454(Q ribonuclease activity [3.90E-0¢ 1.40E-07| 14 41
Ss specific GO0:0004519 endonuclease activity |7.20E-0¢ 2.30E-07| 14 43
Ss specific G0:000451¢ nuclease activity  |5.20E-04 2.10E-05| 15 77
Ss specific GO0:0016779 nucleotidyltransferase |[4.60E-03 1.30E-04| 13 71
activity
Ss specific G0:001649]1 oxidoreductase activity|6.60E-03 2.20E-04| 61 778
Ss specific G0:0003677 DNA binding 1.90E-04 7.00E-04| 39 452
Ss specific GO:0046914 "a”S'S%’;irr?gta' 'on 11 90E-04 7.30E-04| 60 798
Ss specific G0:000367¢ nucleic acid binding |3.10E-04 1.20E-03| 63 866
Ss specific G0:0046874 metal ion binding  |3.60E-04 1.60E-03| 67 947
Ss specific G0:000548¢ binding 3.80E-04 1.80E-03| 174 3020
B. cinerea specific | GO:0046914 "a”S'S%’;irr?gta' N 19 90E-04 2.60E-06| 71 917
B. cinerea specific | GO:0016491] oxidoreductase activity|1.10E-03 4.10E-06| 72 947
B. cinerea specific | GO:0004497| monooxygenase activity1.40E-03 8.10E-06| 24 186
B. cinerea specific | GO:0046906, tetrapyrrole binding |2.20E-03 2.00E-05| 21 158
B. cinerea specific | GO:0020037 heme binding 2.20E-03 2.00E-05| 21 158
B. cinerea specific | GO:0009055 electron carrier activity|4.70E-03 5.10E-05| 20 156
B. cinerea specific G0:0008270 zinc ion binding 1.40E-0Z 1.70E-04| 48 622
B. cinerea specific | GO:0046872 metal ion binding  |1.70E-04 2.60E-04| 73 1098
B. cinerea specific | GO:0043167 ion binding 3.40E-04 5.80E-04| 75 1168
B. cinerea specific G0:0043169 cation binding 3.40E-04 5.80E-04| 75 1168
Bc (B05.10) specific| GO:0003681 chromatin binding |7.00E-04 6.20E-06 8 12
Bc (B05.10) specific| GO:0003824 catalytic activity 2.70E-07 3.80E-04| 239 3483
Bc (B05.10) specific| GO:0003964 RNA-directed DNA |3.40E-04 5.60E-04| 4 4
polymerase activity
Bc (B05.10) specific| GO:000851yammonium transmembrg4.20E-04 6.70E-04| 3 1
transporter activity
Bc (B05.10) specific| GO:001510 organic cation 4.20E-04 6.70E-04| 3 1
transmembrane transpar
activity

*Enrichment analysis measured using Fisher’s etemttas implemented by the Gossip package in
Blast2GO. Test and reference set total GO annotatadins as follows: Ss/Bc specific (324 test, 543

reference); Ss specific (271 test, 5485 referemajnerea specific (274 test, 6163 reference); Bc (B05.10
specific) (360 test, 6077 reference). Enrichethsein the molecular function ontology are listed.
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