family

Methermicoccaceae
Methanothermaceae
Methanospirillaceae
Methanosarcinaceae
Methanosaetaceae
Methanoregulaceae
Methanopyraceae
Methanonatronarchaeaceae
Methanomicrobiaceae
Methanomassiliicoccaceae
Methanocorpusculaceae
Methanococcaceae
Methanocellaceae
Methanocaldococcaceae

Methanobacteriaceae

Candidatus Methanoperedenaceae
Candidatus Methanomethyliales
Candidatus Methanofastidiosa

Candidantus Syntrophoarchaeaceae
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