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Table S5

Repeatsidentified by RepeatM asker.

S sclerotiorum | B. cinerea B05.10 | B.cinerea T4
Simple repeats 0.73% 0.76% 0.88%
Low complexity 0.94% 0.65% 0.52%
All Transposons 2.07% 0.36% 0.28%
Total Repeats 3.74% 1.77% 1.68%
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