Supplementary Table 2. Sensitivity analysis on the top variants identified by the Genome-wide analysis.
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OR: Odds ratio, p-val: two-sided p-value corresponding to the OR 
- Overall: original GWAS

- Exclusion of kidney cases: original GWAS excluding the kidney cases
- Adjusted for eigenvectors: original GWAS adjusted using eigenvectors informative for population structure 
The potential for population stratification (PCA) not accounted by adjustment by country of recruitment was also investigated by principal components analysis undertaken with the EIGENSTRAT package using 12,898 markers in low LD. Adjustment for population stratification using the PCA was performed by including significant eigenvectors as covariates in the logistic regression. 

- Exclusion of generic controls: original GWAS excluding all generic controls variants 
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																Supplementary Table 2 – Sensitivity analysis on the top variants identified by the Genome-wide analysis

																Overall						Exclusion of kidney cases						Adjusted for 6 eigen vectors						Exclusion of generic controls

								Marker		Segment		pos (kbp)		GeneSymbol		OR		pval				OR		pval				OR		pval				OR		pval

								rs971074		4q23		100560		ADH7		0.7		8x10-9				0.71		5x10-8				0.70		2x10-8				0.70		3x10-8

								rs1789924		4q23		100493		ADH1C		1.2		2x10-6				1.19		1x10-5				1.20		2x10-6				1.17		1x10-4

								rs7431530		3p24		29357		RBMS3		0.81		2x10-6				0.80		1x10-6				0.81		3x10-6				0.81		1x10-5

								rs4767364		12q24		111005		FLJ13089		1.22		2x10-6				1.21		4x10-6				1.21		5x10-6				1.20		3x10-5

								rs10801805		1p22		90592		ZNF326		1.2		3x10-6				1.19		1x10-5				1.18		2x10-5				1.20		9x10-6

								rs2287802		19p13		9973		COL5A3		1.19		4x10-6				1.19		1x10-5				1.19		9x10-6				1.20		1x10-5

								rs4799863		18q12		32127		FHOD3		0.84		5x10-6				0.83		3x10-6				0.83		3x10-6				0.84		2x10-5

								rs11067362		12q24		113922		TBX3		1.35		6x10-6				1.37		3x10-6				1.36		5x10-6				1.30		3x10-4

								rs12827056		12q24		125876		SPRR2G		0.83		6x10-6				0.83		6x10-6				0.84		2x10-5				0.85		8x10-5

								rs2299851		6p21		31826		MSH5		0.72		6x10-6				0.71		3x10-6				0.73		2x10-5				0.73		3x10-5

								rs1431918		8q12		63048		ASPH		1.19		7x10-6				1.18		2x10-5				1.19		8x10-6				1.19		3x10-5

								rs7924284		10q24		102008		CWF19L1		1.38		8x10-6				1.43		1x10-6				1.36		3x10-5				1.37		9x10-5

								rs1041973		2q12		102321		IL1RL1		0.83		3x10-5				0.83		5x10-5				0.81		5x10-6				0.81		1x10-5

								rs3810481		20q13		61663		PRIC285		1.22		6x10-5				1.20		4x10-4				1.20		3x10-4				1.20		6x10-4

								rs2517452		6p21		31168		C6orf15		0.86		8x10-5				0.87		4x10-4				0.86		1x10-4				0.88		2x10-3

								rs2012199		1q23		155775		FCRL5		1.24		1x10-4				1.23		2x10-4				1.24		7x10-5				1.22		8x10-4

								rs484870		19p13		7475		FLJ35784		1.16		1x10-4				1.16		2x10-4				1.16		2x10-4				1.16		5x10-4

								rs1494961		4q21		84593		HEL308		1.15		1x10-4				1.15		6x10-5				1.16		7x10-5				1.18		5x10-5

								rs16837730		1p35		29052		OPRD1		1.35		4x10-4				1.40		1x10-4				1.34		8x10-4				1.48		4x10-5

								OR: Odds ratio, p-val: p-value corresponding to the OR, rank: rank of the variant for the corresponding analysis

								Exclusion of Esophageal cancers: original GWAS excluding the esophagus cases

								Adjusted for eigen vectors: original GWAS adjusted using eigenvectors (Supplementary methods)

								Exclusion of generic controls: original GWAS excluding all generic controls






