Table S2. DNA sequence analysis of the bypass event type across TT CPD, TT 6-4 PP, and cisPt-GG adduct in Pcna+/+ and PcnaK164R/K164R MEFs.

	TT CPD
	Pcna+/+
	PcnaK164R/K164R

	Nucleotide inserted opposite lesion
	Number of isolates (%)

	C-AA-C
	78 (81)
	37 (39)

	C-GA-C
	-
	1 (1)

	A-AA-C
	1 (1)
	-

	C-AT-T
	1 (1)
	-

	Non-TLS events
	16 (17)
	57 (60)

	Total clones analyzed:
	96 (100)
	95 (100)

	Accurate TLS frequency, %
	98
	97

	Mutagenic TLS frequency, %
	2
	3

	TT 6-4 PP
	
	

	Nucleotide inserted opposite lesion
	Number of isolates (%)

	C-AA-C
	46 (33)
	61 (43)

	A-AA-C
	8 (5.5)
	2 (1)

	G-AA-C
	1 (1)
	-

	T-AA-C
	1 (1)
	-

	C-GA-C
	3 (2)
	-

	C-TA-C
	2 (1)
	-

	C-AC-C
	1 (1)
	-

	C-AG-C
	1 (1)
	1 (1)

	C-AT-C
	-
	1 (1)

	C-AA-A
	44 (32)
	14 (10)

	C-AA-G
	-
	1 (1)

	T-CA-C
	1 (1)
	-

	C-TT-C
	-
	1 (1)

	A-AC-A
	1 (1)
	-

	C-CA-A
	1 (1)
	-

	C-GA-A
	6 (4)
	2 (1)

	C-TA-A
	2 (1)
	2 (1)

	C-AΔ-C
	8 (5.5)
	9 (6)

	Non-TLS events
	12 (9)
	48 (34)

	Total clones analyzed
	138 (100)
	142 (100)

	Accurate TLS frequency, %
	36
	65

	Targeted mutagenic TLS frequency, %
	12
	13

	Semi-targeted mutagenic TLS frequency, %
	43
	18

	Mixed mutagenic TLS frequency, %
	9
	4

	CisPt-GG adduct
	
	

	Nucleotide inserted opposite lesion
	Number of isolates (%)

	G-CC-T
	75 (79)
	59 (61)

	G-AC-T
	6 (6)
	19 (20)

	G-TC-T
	1 (1)
	 -

	A-AC-T
	-
	1 (1)

	G-AT-T
	1 (1)
	-

	A-CT-T
	1 (1)
	-

	G-TA-Δ
	1 (1)
	-

	Non-TLS events
	11 (11)
	17 (18)

	Total clones analyzed
	96 (100)
	96 (100)

	Accurate TLS frequency, %
	88
	75

	Mutagenic TLS frequency, %
	12
	25


