	
	
	CAMP/LOCCS/LODO/Sepracor
	CARE
	ACRN
	
	
	

	SNP
	Reference Allele
	BETA
	SE
	P-value
	BETA
	SE
	P-value
	BETA
	SE
	P-value
	Combined P-value
	Primary GWAS Combined P-value
	Primary GWAS Rank

	chr8:18369015
	G
	-8.31
	1.79
	4.0E-06
	-1.68
	2.00
	2.0E-01
	-3.16
	1.91
	5.0E-02
	8.9E-07
	-
	-

	rs298566
	C
	3.97
	0.80
	8.4E-07
	-0.02
	0.88
	5.1E-01
	-0.13
	0.99
	5.5E-01
	2.1E-06
	-
	-

	rs2652653
	A
	3.97
	0.80
	8.6E-07
	-0.02
	0.88
	5.1E-01
	-0.15
	0.99
	5.6E-01
	2.2E-06
	-
	-

	chr8:107404520
	A
	3.80
	0.85
	9.4E-06
	0.61
	1.03
	2.8E-01
	2.08
	1.14
	3.5E-02
	2.2E-06
	-
	-

	rs298568
	A
	3.97
	0.80
	9.0E-07
	-0.02
	0.88
	5.1E-01
	-0.17
	0.99
	5.7E-01
	2.4E-06
	-
	-

	rs9297380
	C
	3.68
	0.84
	1.3E-05
	0.79
	1.02
	2.2E-01
	2.09
	1.12
	3.2E-02
	2.7E-06
	-
	-

	rs9283944
	C
	3.68
	0.84
	1.4E-05
	0.79
	1.02
	2.2E-01
	2.09
	1.12
	3.2E-02
	2.8E-06
	-
	-

	rs9297381
	G
	3.68
	0.84
	1.4E-05
	0.79
	1.02
	2.2E-01
	2.09
	1.12
	3.2E-02
	2.8E-06
	-
	-

	rs2345581
	A
	3.68
	0.84
	1.4E-05
	0.79
	1.02
	2.2E-01
	2.09
	1.12
	3.2E-02
	2.8E-06
	-
	-

	rs10105383
	A
	3.67
	0.84
	1.4E-05
	0.79
	1.02
	2.2E-01
	2.09
	1.12
	3.2E-02
	2.9E-06
	-
	-

	rs7874116
	C
	-3.77
	0.86
	1.3E-05
	0.68
	1.04
	7.4E-01
	-3.23
	1.18
	3.2E-03
	3.7E-06
	-
	-

	rs9774587
	C
	3.86
	0.86
	8.1E-06
	0.40
	1.12
	3.6E-01
	1.58
	1.22
	9.8E-02
	3.8E-06
	-
	-

	rs4452682
	A
	-2.99
	0.74
	5.6E-05
	-1.71
	0.90
	2.9E-02
	-2.05
	0.97
	1.8E-02
	4.1E-06
	3.2E-06
	1

	rs7715410
	C
	3.75
	0.75
	6.6E-07
	-0.36
	0.92
	6.5E-01
	-0.81
	1.03
	7.8E-01
	4.1E-06
	-
	-

	rs295137
	T
	2.94
	0.72
	5.1E-05
	2.50
	0.84
	1.6E-03
	0.92
	0.97
	1.7E-01
	4.6E-06
	3.4E-06
	2

	rs295142
	G
	3.11
	0.74
	2.8E-05
	2.53
	0.81
	9.9E-04
	0.07
	0.95
	4.7E-01
	4.7E-06
	-
	-

	rs1900706
	C
	3.10
	0.74
	2.9E-05
	2.54
	0.80
	9.2E-04
	0.07
	0.95
	4.7E-01
	4.9E-06
	-
	-

	rs12824038
	G
	-5.42
	1.21
	8.4E-06
	-1.57
	1.33
	1.2E-01
	-0.32
	1.48
	4.1E-01
	5.5E-06
	-
	-

	rs11179902
	C
	-5.42
	1.21
	8.4E-06
	-1.57
	1.33
	1.2E-01
	-0.32
	1.48
	4.1E-01
	5.5E-06
	-
	-

	rs16874388
	T
	3.66
	0.84
	1.5E-05
	0.52
	1.06
	3.1E-01
	1.69
	1.16
	7.4E-02
	5.5E-06
	-
	-

	chr3:25080552
	C
	-4.44
	1.02
	1.4E-05
	-0.33
	1.10
	3.8E-01
	-1.72
	1.30
	9.4E-02
	6.7E-06
	-
	-

	rs295139
	A
	2.96
	0.73
	4.9E-05
	2.46
	0.85
	2.2E-03
	0.56
	0.98
	2.9E-01
	6.8E-06
	-
	-

	rs10283328
	G
	3.52
	0.85
	3.7E-05
	1.06
	1.03
	1.5E-01
	2.02
	1.13
	3.7E-02
	6.9E-06
	-
	-

	rs6992673
	G
	3.53
	0.85
	3.7E-05
	1.05
	1.03
	1.5E-01
	2.02
	1.14
	3.9E-02
	7.0E-06
	-
	-

	rs10092617
	A
	3.61
	0.84
	2.0E-05
	0.53
	1.06
	3.1E-01
	1.69
	1.16
	7.4E-02
	7.3E-06
	-
	-

	rs4328902
	T
	-3.47
	0.82
	2.4E-05
	-0.40
	1.24
	3.7E-01
	-2.26
	1.29
	4.1E-02
	7.8E-06
	6.1E-06
	5

	rs4382051
	A
	4.02
	0.91
	9.8E-06
	0.47
	1.04
	3.2E-01
	0.66
	1.15
	2.8E-01
	8.0E-06
	-
	-

	rs10940113
	T
	3.61
	0.75
	1.5E-06
	-0.43
	0.86
	6.9E-01
	-0.70
	0.97
	7.6E-01
	8.9E-06
	6.1E-06
	4

	chr2:34482353
	C
	4.67
	1.06
	1.1E-05
	1.49
	1.48
	1.6E-01
	0.08
	1.53
	4.8E-01
	9.2E-06
	-
	-

	rs12509991
	C
	4.14
	0.93
	9.7E-06
	0.28
	1.07
	4.0E-01
	0.57
	1.14
	3.1E-01
	9.7E-06
	-
	-

	rs11179933
	C
	-4.39
	1.03
	2.3E-05
	-1.21
	1.15
	1.5E-01
	-0.98
	1.20
	2.1E-01
	9.8E-06
	2.5E-05
	19

	chr18:24507294
	C
	6.77
	1.64
	3.7E-05
	0.81
	1.87
	3.3E-01
	4.51
	2.38
	3.0E-02
	9.8E-06
	-
	-







