S1 Table. Pairwise genetic p distance (Dp) among Eunicella species including the sampled populations of Eunicella singularis
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				CCR1		CCR2		CCR3_10		CCR3_20		CCR3_30		CCR3_40		CCR3_50		CCR3_60		CCR4		E.racemosa		E. cavolinii		E. verrucosa						FAR		ESCA		ELS10		ELS20		ELS30		ELS40		ELS50		ELS60		SES		ER		ECAV

		CCR1																												FAR

		CCR2		0.0025																										ESCA		0.00000

		CCR3_10		0.0000		0.0025																								ELS10		0.00000		0.00000

		CCR3_20		0.0000		0.0025		0.0000																						ELS20		0.00000		0.00000		0.00000

		CCR3_30		0.0000		0.0025		0.0000		0.0000																				ELS30		0.00000		0.00000		0.00000		0.00000

		CCR3_40		0.0022		0.0047		0.0022		0.0022		0.0022																		ELS40		0.00000		0.00000		0.00000		0.00000		0.00000

		CCR3_50		0.0000		0.0025		0.0000		0.0000		0.0000		0.0022																ELS50		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000

		CCR3_60		0.0025		0.0050		0.0025		0.0025		0.0025		0.0026		0.0025														ELS60		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000

		CCR4		0.0000		0.0025		0.0000		0.0000		0.0000		0.0022		0.0000		0.0025												SES		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000

		E.racemosa		0.0453		0.0477		0.0452		0.0452		0.0452		0.0475		0.0452		0.0465		0.0453										ER		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000

		E. cavolinii		0.0008		0.0033		0.0008		0.0008		0.0008		0.0017		0.0008		0.0024		0.0008		0.0461								ECAV		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000

		E. verrucosa		0.0050		0.0075		0.0050		0.0050		0.0050		0.0072		0.005		0.0075		0.0050		0.0502		0.0058						EVER		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000		0.00000
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		FAR																														0
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		Table. Estimates of Evolutionary Divergence over Sequence Pairs between Groups

		The number of base differences per site from averaging over all sequence pairs between groups are shown. The analysis involved 161 nucleotide sequences. All ambiguous positions were removed for each sequence pair. There were a total of 206 positions in th
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