



Fig. S2: A search for cross-species conserved gene orders was performed as previously described [1]. We compared a larger contig of the FrRunt locus (Ensemble: Scaffold 39) than previously analyzed (Ensemble: Scaffold 835[2]) to the zebrafish genome and detected a synteny region between the 3´ genomic region of the FrRunt gene and chromosome 1 of zebrafish comprising Fstl1 and Gja5 (A). Furthermore we detected in the stickleback (G. aculeatus) genome a FrRunt orthologous gene with a genomic environment almost identical to the FrRunt gene locus (B). The gene orthologous to Clic 5 located 3´ of Runx2a in the zebrafish genome was found by Blast searches on group 1 in the stickleback genome. Together these results suggest that a translocation between a region of the 3´end of the FrRunt locus and chromosome 1 had occurred in the common stem species of pufferfish and stickleback.
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